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This page gives you Search Results detail for the Application 10552515 and Search Result 20090316_1 1 251 6_us- 1 0-552-51 5-9. 
rai. 

Go Back to pre vious page 



GenCore version 6.3 
Copyright (c) 1993 - 2009 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on : 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



March 17, 2009, 05:01:40 ; Search time 2 Seconds 
(without alignments) 
1258.128 Million cell updates/sec 

US-10-552-515-9 
48 

1 WLLSSACAL 9 
BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 1316349 seqs, 215321474 residues 

Total number of hits satisfying chosen parameters: 1316349 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Issued_Patents_AA: * 

/ABSS/Data/CRF/ptodata/l/iaa/5_COMB.pep: * 
/ABSS/Data/CRF/ptodata/l/iaa/6_COMB .pep : * 
3 : /ABSS/Data/CRF/ptodata/l/iaa/7_COMB.pep: * 
/ABSS/Data/CRF/ptodata/l/iaa/H_COMB .pep : * 
5 : /ABSS/Data/CRF/ptodata/l/iaa/PCTUS_COMB.pep: * 
/ABSS/Data/CRF/ptodata/l/iaa/RE_COMB .pep : * 
/ABSS/Data/CRF/ptodata/l/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or egual to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 
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SCORE Search Results Details for Application 105525 15 and Search Result 200903 1 6.1125 16_us-10-552-515-9.rai. 

No. Score Match Length DB ID Description 
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41 


85. 


.4 


130 


2 


US- 


-09- 


-270- 


-767-34853 


Sequence 


34853, A 


2 


41 


85. 


.4 


130 


2 


us- 


-09- 


-270- 


-767-50070 


Sequence 


50070, A 
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38 


79. 


,2 


172 


3 


us- 


-10- 


-703- 


-032-119150 


Sequence 


119150, 


4 


37 


77. 


.1 


129 


3 


us- 


-10- 


-703- 


-032-180969 


Sequence 


180969, 
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37 


77. 


.1 


140 


3 


us- 


-09- 


-201- 


-228B-528 


Sequence 


528, App 
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37 


77. 


.1 


141 


3 


us- 


-10- 


-108- 


-260A-3167 


Sequence 


3167, Ap 
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37 


77, 


.1 


503 


2 


us- 


-09- 


-543- 


-681A-4381 


Sequence 


4381, Ap 


8 


36 


75. 


.0 


52 


3 


us- 


-10- 


-703- 


-032-161229 


Sequence 


161229, 
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36 


75. 


.0 


81 


3 


us- 


-10- 


-703- 


-032-192621 


Sequence 


192621, 


10 


36 


75. 


.0 


399 


2 


us- 


-09- 


-328- 


-352-8043 


Sequence 


8043, Ap 


11 


36 


75. 


.0 


642 


3 


us- 


-10- 


-108- 


-260A-4483 


Sequence 


4483, Ap 
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36 


75. 


.0 
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3 


us- 


-10- 


-912- 


-745B-284 


Sequence 


284, App 
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,9 
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2 
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-09- 


-252- 


-991A-21890 


Sequence 


21890, A 


14 


35 


72, 


.9 


322 


3 


us- 


-09- 


-886- 


-055-253 


Sequence 


253, App 
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.9 
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3 


us- 


-10- 


-703- 


-032-132428 


Sequence 


132428, 


16 


35 


72, 


,9 
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3 


us- 


-11- 


-216- 


-782-7030 


Sequence 


7030, Ap 
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52 
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us- 


-09- 


-513- 


-999C-6992 


Sequence 


6992, Ap 
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52 


3 


us- 


-10- 


-793- 


-479-6992 


Sequence 


6992, Ap 
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34 


70. 


,8 
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us- 


-09- 


-134- 


-001C-2861 


Sequence 


2861, Ap 
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3 
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-10- 


-902- 


-441B-2861 


Sequence 


2861, Ap 
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-991A-20569 


Sequence 


20569, A 
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-10- 
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-032-174441 


Sequence 


174441, 
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-039A-11538 


Sequence 


11538, A 
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-703- 


-032-115765 


Sequence 


115765, 
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-540-16448 


Sequence 


16448, A 
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202 


3 


us- 


-10- 


■703- 


-032-162808 


Sequence 


162808, 
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25677, A 
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-094- 


-749-3212 


Sequence 


3212, Ap 
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-032-139927 


Sequence 


139927, 
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-452- 


-937A-24 


Sequence 


24, Appl 
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-703- 


-032-142026 


Sequence 


142026, 
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-543- 


-681A-6544 


Sequence 


6 5 4 4, Ap 
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-489- 


-039A-8248 


Sequence 


8248, Ap 
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-039A-11220 


Sequence 


11220, A 
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Sequence 


22, Appl 
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4393, Ap 
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121083, 
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Sequence 


2784, Ap 
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89 


3 


us- 


-10- 
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Sequence 


132379, 


41 
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-032-151588 


Sequence 


151588, 


42 
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3 
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-100- 


-683-10622 


Sequence 


10622, A 
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123 
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us- 


-11- 


-001- 


-793-10622 


Sequence 


10622, A 


44 


33 
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us- 


-09- 


-134- 


-001C-4833 


Sequence 


4833, Ap 


45 


33 


68. 


.8 


131 
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-09- 


-450- 


-969-5698 


Sequence 


5698, Ap 



ALIGNMENTS 



RESULT 1 

US-09-270-767-34853 

; Sequence 34853, Application US/09270767 
; Patent No. 6703491 
; GENERAL INFORMATION: 
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SCORE Search Results Details for Application 10552515 and Search Result 20090316_112516_us-10-552-515-9.rai. 



; APPLICANT: Homburger et al . 

TITLE OF INVENTION: Nucleic acids and proteins of Drosophila melanogaster 
; FILE REFERENCE: File Reference: 7326-094 

CURRENT APPLICATION NUMBER: US / 0 9 / 2 7 0 , 7 6 7 

CURRENT FILING DATE: 1999-03-17 
; NUMBER OF SEQ ID NOS : 62517 

SOFTWARE: Patentln Ver . 2.0 
; SEQ ID NO 34853 
LENGTH: 130 
TYPE: PRT 

; ORGANISM: Drosophila melanogaster 
FEATURE : 

; OTHER INFORMATION: Xaa means any amino acid 
US-09-270-767-34853 

Query Match 85.4%; Score 41; DB 2; Length 130; 

Best Local Similarity 77.8%; Pred. No. 20; 

Matches 7; Conservative 1; Mismatches 1; Indels 0; Gaps 

Qy 1 WLLSSACAL 9 

1:11111 I 
Db 88 WILSSACKL 96 



RESULT 2 

US-09-270-767-50070 

; Seguence 50070, Application US/09270767 

; Patent No. 6703491 

; GENERAL INFORMATION: 

; APPLICANT: Homburger et al. 

; TITLE OF INVENTION: Nucleic acids and proteins of Drosophila melanogaster 
; FILE REFERENCE: File Reference: 7326-094 
CURRENT APPLICATION NUMBER: US / 0 9 / 2 7 0 , 7 6 7 
CURRENT FILING DATE: 1999-03-17 
; NUMBER OF SEQ ID NOS: 6 2517 
; SOFTWARE: Patentln Ver. 2.0 
; SEQ ID NO 50070 
LENGTH: 130 
TYPE: PRT 

; ORGANISM: Drosophila melanogaster 
FEATURE : 

OTHER INFORMATION: Xaa means any amino acid 
US-09-270-767-50070 

Query Match 85.4%; Score 41; DB 2; Length 130; 

Best Local Similarity 77.8%; Pred. No. 20; 

Matches 7; Conservative 1; Mismatches 1; Indels 0; Gaps 

Qy 1 WLLSSACAL 9 

1:11111 I 
Db 88 WILSSACKL 96 



RESULT 3 

US-10-703-032-119150 

; Seguence 119150, Application US/10703032 
; Patent No. 7214786 
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SCORE Search Results Detail foi qDplica n 105 > 15 and Search Result 20090316_112516_us-lO-552-515-9.rai. 



GENERAL INFORMATION: 
APPLICANT: Kovalic, David K. 
APPLICANT: Andersen, Scott E. 
APPLICANT: Byrum, Joseph R. 
APPLICANT: Conner, Timothy W. 
APPLICANT: Cao, Yongwei 
APPLICANT: Masucci, James D. 
APPLICANT: Zhou, Yihua 

TITLE OF INVENTION: Nucleic Acid Molecules And Other Molecules Associated With 
TITLE OF INVENTION: Plants 
FILE REFERENCE: 3 8-2 1 ( 5 3 3 7 4 ) B 
CURRENT APPLICATION NUMBER: US / 1 0 / 7 0 3 , 032 
CURRENT FILING DATE: 2003-11-06 
PRIOR APPLICATION NUMBER: 10/020,338 
PRIOR FILING DATE: 2001-12-12 
NUMBER OF SEQ ID NOS : 211164 
SEQ ID NO 119150 

LENGTH: 172 

TYPE: PRT 

ORGANISM: Triticum aestivum 
FEATURE : 

OTHER INFORMATION: Clone ID: PAT_TA_1356 8 .pep 
US-10-703-032-119150 

Query Match 79.2%; Score 38; DB 3; Length 172; 

Best Local Similarity 75.0%; Pred. No. 86; 

Matches 6; Conservative 2; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 WLLSSACA 8 

1111:11: 
Db 142 WLLSAACS 149 



RESULT 4 

US-10-703-032-180969 

; Seguence 180969, Application US/10703032 

; Patent No. 7214786 

; GENERAL INFORMATION: 

; APPLICANT: Kovalic, David K. 

; APPLICANT: Andersen, Scott E. 

APPLICANT: Byrum, Joseph R. 

APPLICANT: Conner, Timothy W. 
; APPLICANT: Cao, Yongwei 
; APPLICANT: Masucci, James D. 
; APPLICANT: Zhou, Yihua 

TITLE OF INVENTION: Nucleic Acid Molecules And Other Molecules Associated With 

TITLE OF INVENTION: Plants 
; FILE REFERENCE: 3 8-2 1 ( 5 3 3 7 4 ) B 

CURRENT APPLICATION NUMBER: US / 1 0 / 7 0 3 , 0 3 2 

CURRENT FILING DATE: 2003-11-06 
; PRIOR APPLICATION NUMBER: 10/020,338 
; PRIOR FILING DATE: 2001-12-12 
; NUMBER OF SEQ ID NOS: 211164 
; SEQ ID NO 180969 
LENGTH: 129 
TYPE: PRT 

ORGANISM: Triticum aestivum 
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SCORE Search Results Details for Application 10552515 and Search Result 20090316_112516_us-10-552-515-9.rai. 



FEATURE : 

OTHER INFORMATION: Clone ID: PAT_TA_75387 .pep 

US-10-703-032-180969 

Query Match 77.1%; Score 37; DB 3; Length 129; 

Best Local Similarity 77.8%; Pred. No. 96; 

Matches 7; Conservative 0; Mismatches 2; Indels 0; Gaps 0; 

Qy 1 WLLSSACAL 9 

III I III 
Db 17 WLLLSLCAL 25 



RESULT 5 

US-09-201-228B-528 

; Sequence 528, Application US/09201228B 

; Patent No. 7041490 

; GENERAL INFORMATION: 

; APPLICANT: Griff ais, Remy 

; APPLICANT: Hoiseth, Susan K. 

APPLICANT: Zagursky, Robert John 
; APPLICANT: Metcalf, Benjamin J. 
; APPLICANT: Peek, Joel A. 
; APPLICANT: Sankaran, Banumathi 
; APPLICANT: Fletcher, Leah Diane 

; TITLE OF INVENTION: CHLAMYDIA TRACHOMATIS POLYNUCLEOTIDES AND VECTORS, RECOMBINANT HOST 
CELLS, 

TITLE OF INVENTION: DNA CHIPS OR KITS CONTAINING THE SAME 
; FILE REFERENCE: GEN-T109X 

; CURRENT APPLICATION NUMBER: US/09/201, 228B 

; CURRENT FILING DATE: 1998-11-30 

; PRIOR APPLICATION NUMBER: US 60/107,077 

; PRIOR FILING DATE: 1998-11-04 

; PRIOR APPLICATION NUMBER: FR 97-16034 

; PRIOR FILING DATE: 1997-12-17 

; PRIOR APPLICATION NUMBER: FR 97-15041 

; PRIOR FILING DATE: 1997-11-28 

; NUMBER OF SEQ ID NOS : 5982 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 528 

LENGTH: 140 

TYPE: PRT 

ORGANISM: Chlamydia trachomatis 
US-09-201-228B-528 

Query Match 7 7.1%; Score 37; DB 3; Length 140; 

Best Local Similarity 75.0%; Pred. No. le+02; 

Matches 6; Conservative 1; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 WLLSSACA 8 

I : I I I I I 
Db 42 WVFSSACA 49 



RESULT 6 

US-10-108-260A-3167 

; Seguence 3167, Application US/10108260A 
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SCORE Search Results Details for Application 10552515 and Search Result 20090316_112516_us-10-552-515-9.rai. 

; Patent No. 7193069 
; GENERAL INFORMATION: 

; APPLICANT: HELIX RESEARCH INSTITUTE 

TITLE OF INVENTION: No. 7193069el full length cDNA 
; FILE REFERENCE: H1-A0106 

CURRENT APPLICATION NUMBER: US / 1 0 / 1 0 8 , 26 OA 

CURRENT FILING DATE: 2002-03-27 
; NUMBER OF SEQ ID NOS : 5458 

SOFTWARE: Patentln Ver . 2.1 
; SEQ ID NO 316 7 
LENGTH: 141 
TYPE: PRT 

ORGANISM: Homo sapiens 
US-10-108-260A-3167 

Query Match 77.1%; Score 37; DB 3; Length 141; 

Best Local Similarity 75.0%; Pred. No. le+02; 

Matches 6; Conservative 1; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 WLLSSACA 8 

III: III 
Db 117 WLLAEACA 124 



RESULT 7 

US-09-543-681A-4381 

; Sequence 4381, Application US/09543681A 

; Patent No. 6605709 

; GENERAL INFORMATION: 

; APPLICANT: GARY BRETON 

; TITLE OF INVENTION: NUCLEIC ACID AND AMINO ACID SEQUENCES RELATING TO PROTEUS MIRABILIS 
FOR 

TITLE OF INVENTION: DIAGNOSTICS AND THERAPEUTICS 
; FILE REFERENCE: 2 7 0 9.1002-001 
; CURRENT APPLICATION NUMBER: US/09/543, 681A 
; CURRENT FILING DATE: 2000-04-05 
; PRIOR APPLICATION NUMBER: US 60/128,706 
; PRIOR FILING DATE: 1999-04-09 
; NUMBER OF SEQ ID NOS: 8344 
; SEQ ID NO 4381 

LENGTH: 5 03 

TYPE: PRT 

ORGANISM: Proteus mirabilis 
US-09-543-681A-4381 

Query Match 77.1%; Score 37; DB 2; Length 503; 

Best Local Similarity 100.0%; Pred. No. 3.6e+02; 

Matches 8; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 2 LLSSACAL 9 

I I I I I I I I 
Db 355 LLSSACAL 362 



RESULT 8 

US-1 0-7 03-032-16 1229 

; Sequence 161229, Application US/10703032 
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Patent No. 7214786 
GENERAL INFORMATION: 

APPLICANT: Kovalic, David K. 

APPLICANT: Andersen, Scott E. 

APPLICANT: Byrum, Joseph R. 

APPLICANT: Conner, Timothy W. 

APPLICANT: Cao, Yongwei 

APPLICANT: Masucci, James D. 

APPLICANT: Zhou, Yihua 

TITLE OF INVENTION: Nucleic Acid Molecules And Other Molecules Associated With 
TITLE OF INVENTION: Plants 
FILE REFERENCE: 3 8-2 1 ( 5 3 3 7 4 ) B 
CURRENT APPLICATION NUMBER: US / 1 0 / 7 0 3 , 032 
CURRENT FILING DATE: 2003-11-06 
PRIOR APPLICATION NUMBER: 10/020,338 
PRIOR FILING DATE: 2001-12-12 
NUMBER OF SEQ ID NOS : 211164 
SEQ ID NO 161229 

LENGTH: 52 

TYPE: PRT 

ORGANISM: Triticum aestivum 
FEATURE : 

OTHER INFORMATION: Clone ID: PAT_TA_556 4 7 .pep 
US-1 0-7 03-032-16 1229 

Query Match 75.0%; Score 36; DB 3; Length 52; 

Best Local Similarity 75.0%; Pred. No. 59; 

Matches 6; Conservative 0; Mismatches 2; Indels 0; Gaps 0; 

Qy 1 WLLSSACA 8 

II I III 
Db 22 WLFSGACA 29 



RESULT 9 

US-1 0-7 03-032-1 926 21 

; Seguence 192621, Application US/10703032 

; Patent No. 7214786 

; GENERAL INFORMATION: 

; APPLICANT: Kovalic, David K. 

; APPLICANT: Andersen, Scott E. 

APPLICANT: Byrum, Joseph R. 
; APPLICANT: Conner, Timothy W. 
; APPLICANT: Cao, Yongwei 
; APPLICANT: Masucci, James D. 
; APPLICANT: Zhou, Yihua 

TITLE OF INVENTION: Nucleic Acid Molecules And Other Molecules Associated With 

TITLE OF INVENTION: Plants 
; FILE REFERENCE: 3 8-2 1 ( 5 3 3 7 4 ) B 

CURRENT APPLICATION NUMBER: US / 1 0 / 7 0 3 , 0 3 2 
; CURRENT FILING DATE: 2003-11-06 
; PRIOR APPLICATION NUMBER: 10/020,338 
; PRIOR FILING DATE: 2001-12-12 
; NUMBER OF SEQ ID NOS: 211164 
; SEQ ID NO 192621 
LENGTH: 81 
TYPE: PRT 
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SCORE Search Results Details for Application 105525 15 and Search Result 200903 1 6_1 12516_us-10-552-515-9.rai. 

ORGANISM: Triticum aestivum 
FEATURE : 

NAME/KEY: unsure 
LOCATION: (1) . . (81) 

OTHER INFORMATION: unsure at all Xaa locations 
FEATURE : 

OTHER INFORMATION: Clone ID: PAT_TA_87039 .pep 
US-1 0-7 03-032-1 926 21 



Query Match 75.0%; Score 36; DB 3; Length 81; 

Best Local Similarity 55.6%; Pred. No. 90; 

Matches 5; Conservative 3; Mismatches 1; Indels 



1 WLLSSACAL 9 
11:1:11 : 
42 WLISNACLM 50 



RESULT 10 

US-09-328-352-8043 

; Sequence 8043, Application US/09328352 

; Patent No. 6562958 

; GENERAL INFORMATION: 

; APPLICANT: Gary L. Breton et al . 

; TITLE OF INVENTION: NUCLEIC ACID AND AMINO ACID SEQUENCES RELATING TO ACINETOBACTER 
; TITLE OF INVENTION: BAUMANNI I FOR DIAGNOSTICS AND THERAPEUTICS 
; FILE REFERENCE: GTC99-03PA 

CURRENT APPLICATION NUMBER: US/09/328,352 
CURRENT FILING DATE: 1999-06-04 
; NUMBER OF SEQ ID NOS : 8252 
; SEQ ID NO 8043 
LENGTH: 399 
TYPE: PRT 

; ORGANISM: Acinetobacter baumannii 
US-09-328-352-8043 

Query Match 75.0%; Score 36; DB 2; Length 399; 

Best Local Similarity 55.6%; Pred. No. 4.2e+02; 

Matches 5; Conservative 3; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 WLLSSACAL 9 

I I : : : I I I 
Db 2 0 WLMAAACGL 28 



RESULT 11 

US-10-108-260A-4483 

; Sequence 4483, Application US/10108260A 
; Patent No. 7193069 
; GENERAL INFORMATION: 

; APPLICANT: HELIX RESEARCH INSTITUTE 

; TITLE OF INVENTION: No. 7193069el full length cDNA 
; FILE REFERENCE: H1-A0106 

CURRENT APPLICATION NUMBER: US / 1 0 / 1 0 8 , 26 OA 

CURRENT FILING DATE: 2002-03-27 
; NUMBER OF SEQ ID NOS: 5458 
; SOFTWARE: Patentln Ver . 2.1 
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; SEQ ID NO 4483 
LENGTH: 6 42 
TYPE: PRT 

ORGANISM: Homo sapiens 
US-10-108-260A-4483 

Query Match 75.0%; Score 36; DB 3; Length 6 42; 

Best Local Similarity 75.0%; Pred. No. 6.6e+02; 

Matches 6; Conservative 1; Mismatches 1; Indels 0; Gaps 0; 

Qy 1 WLLSSACA 8 

I : I I I I I 
Db 361 WKMSSACA 368 



RESULT 12 

US-10-912-745B-284 

; Sequence 284, Application US/10912745B 

; Patent No. 7473531 

; GENERAL INFORMATION 

; APPLICANT: DOMON, Bruno et al . 

TITLE OF INVENTION: Pancreatic Cancer Targets and Uses 

TITLE OF INVENTION: Thereof 
; FILE REFERENCE: CL001538 

; CURRENT APPLICATION NUMBER: US/10/912, 745B 
; CURRENT FILING DATE: 2004-08-06 
; NUMBER OF SEQ ID NOS : 8 75 

; SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 284 
; LENGTH: 956 
TYPE: PRT 

ORGANISM: Homo sapiens 
US-10-912-745B-284 



Query Match 75.0%; 
Best Local Similarity 75.0%; 
Matches 6; Conservative 

Qy 1 WLLSSACA 8 

I : I I I I I 
Db 389 WKMSSACA 3 96 



Score 36; DB 3; Length 956; 
Pred. No. 9.7e+02; 
1; Mismatches 1; Indels 0; Gaps 0; 



RESULT 13 

US-0 9-252-9 91A-218 90 

; Sequence 21890, Application US/09252991A 
; Patent No. 6551795 
; GENERAL INFORMATION: 

; APPLICANT: Marc J. Rubenfield et al . 

TITLE OF INVENTION: NUCLEIC ACID AND AMINO ACID SEQUENCES RELATING TO PSEUDOMONAS 
; TITLE OF INVENTION: AERUGINOSA FOR DIAGNOSTICS AND THERAPEUTICS 
; FILE REFERENCE: 107196.136 

; CURRENT APPLICATION NUMBER: US/09/252, 991A 

CURRENT FILING DATE: 1999-02-18 
; PRIOR APPLICATION NUMBER: US 60/074,788 
; PRIOR FILING DATE: 1998-02-18 
; PRIOR APPLICATION NUMBER: US 60/094,190 
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; PRIOR FILING DATE: 1998-07-27 
; NUMBER OF SEQ ID NOS : 33142 
; SEQ ID NO 21890 

LENGTH: 228 

TYPE: PRT 

; ORGANISM: Pseudomonas aeruginosa 
US-0 9-252-9 91A-218 90 

Query Match 72.9%; Score 35; DB 2; Length 228; 

Best Local Similarity 75.0%; Pred. No. 3.6e+02; 

Matches 6; Conservative 0; Mismatches 2; Indels 0; Gaps 

Qy 1 WLLSSACA 8 

III III 
Db 133 WLLKRACA 140 



RESULT 14 
US-09-886-055-253 

; Seguence 253, Application US/09886055 

; Patent No. 7374878 

; GENERAL INFORMATION: 

; APPLICANT: STRYER, LUBERT 

; APPLICANT: ZOZULYA, SERGEY 

; TITLE OF INVENTION: RECEPTOR FINGERPRINTING, SENSORY PERCEPTION, AND 
; TITLE OF INVENTION: BIOSENSORS OF CHEMICAL SENSANTS 
; FILE REFERENCE: 078003-0277150 

CURRENT APPLICATION NUMBER: US/09/886,055 

CURRENT FILING DATE: 2001-06-22 
; PRIOR APPLICATION NUMBER: 60/213,812 
; PRIOR FILING DATE: 2000-06-22 
; NUMBER OF SEQ ID NOS: 522 

SOFTWARE: Patentln Ver . 2.1 
; SEQ ID NO 253 
LENGTH: 322 
TYPE : PRT 

ORGANISM: Homo sapiens 
US-09-886-055-253 

Query Match 72.9%; Score 35; DB 3; Length 322; 

Best Local Similarity 55.6%; Pred. No. 5e+02; 

Matches 5; Conservative 3; Mismatches 1; Indels 0; Gaps 

Qy 1 WLLSSACAL 9 

I : : : I I I I 
Db 149 WVIACACAL 15 7 



RESULT 15 

US-1 0-7 03-032-132 428 

; Seguence 132428, Application US/10703032 

; Patent No. 7214786 

; GENERAL INFORMATION: 

; APPLICANT: Kovalic, David K. 

APPLICANT: Andersen, Scott E. 
; APPLICANT: Byrum, Joseph R. 
; APPLICANT: Conner, Timothy W. 
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APPLICANT 
APPLICANT 
APPLICANT 



Cao, Yongwei 
Masucci, James D. 
Zhou, Yihua 

TITLE OF INVENTION: Nucleic Acid Molecules And Other Molecules Associated With 
TITLE OF INVENTION: Plants 
FILE REFERENCE: 3 8-2 1 ( 5 3 3 7 4 ) B 
CURRENT APPLICATION NUMBER: US / 1 0 / 7 0 3 , 032 
CURRENT FILING DATE: 2003-11-06 
PRIOR APPLICATION NUMBER: 10/020,338 
PRIOR FILING DATE: 2001-12-12 
NUMBER OF SEQ ID NOS : 211164 
SEQ ID NO 132428 

LENGTH: 354 

TYPE: PRT 

ORGANISM: Triticum aestivum 
FEATURE : 

NAME/KEY: unsure 
LOCATION: (1) . . (354) 

OTHER INFORMATION: unsure at all Xaa locations 
FEATURE : 

OTHER INFORMATION: Clone ID: PAT_TA_26 8 46 .pep 
US-1 0-7 03-032-132 428 

Query Match 72.9%; Score 35; DB 3; Length 354; 

Best Local Similarity 75.0%; Pred. No. 5.5e+02; 

Matches 6; Conservative 0; Mismatches 2; Indels 0; Gaps 0; 

Qy 1 WLLSSACA 8 

I I I I II 
Db 173 WLLSXRCA 180 



Search completed: March 17, 2009, 05:04:35 
Job time : 1.76252 sees 
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